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1 1 D28002| 1 60.0 60.0 60.0 0 3 0.0 [ 40.0 ] 100.0 A | -T-T-T-TA-T-T-1T-
2 |D28003| 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A -1 -TAl-T1- -
3 |D28005] 1 | 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 Al -1T-1T- I I S
4 | D28006| 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A - - T - TA - -1 -1-
5 | D28007| 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A |- -1 -[-TA[-T-T-T-
6 | D28008| 1 60.0 60.0 60.0 5 4 03 | 39.7 99.7 B - - T -TA - -1 -1-
7 |D28010] 1 60.0 60.0 60.0 0 3 0.0 [ 40.0 | 100.0 A |- -1 -[-TA[-T-T-T-
8 |D28011] 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A - - T -TA - -1 -1-
9 |D28013] 2 60.0 60.0 120.0 60.0 0 4 0.0 [ 40.0 | 100.0 A |- -1 -1T-TA[-TA]-T-
D28014] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 | 100.0 A - T -TA[ - -T-1-
D28017] 3 60.0 60.0 | 60.0 | 180.0 60.0 0 4 0.0 [ 40.0 | 100.0 A |- -T-T-T-TAT-TATA
D28018] 2 60.0 60.0 | 120.0 60.0 0 4 0.0 [ 40.0 | 100.0 A - - -T-TA[-T-T-TA
D28022] 1 60.0 60.0 60.0 6 4 04 | 39.6 99.6 B - - T -TA[ -1 -T-71-
D28029| 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A - - T - TA - -1 -1-
D28030] 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A |- -T-T-1T-T-TA[-
D28033] 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A - - T -TA - -1 -1-
D28034] 2 60.0 60.0 120.0 60.0 0 3 0.0 [ 40.0 | 100.0 A |- -1 -1T-TA[-T-T-T-
D28036| 1 60.0 60.0 60.0 0 4 0.0 | 40.0 | 100.0 A | -T-1T-1T-TA[-T-T-T-+
D28040| 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A | -T-1-1-TB[-T-1T-T1-
D28042] 1 | 56.3 56.3 56.3 6 4 04 | 39.6 95.9 B Al - - [ -1 -1 -1-
D28043] 1 60.0 60.0 60.0 0 3 0.0 [ 40.0 | 100.0 A | - - T -[-T-T-TA[-T-
D28044| 1 60.0 | 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A O I N R N I
D28045] 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A |- -1 -[-TA[-T-T-T-
D28046| 1 60.0 60.0 60.0 0 4 0.0 | 40.0 | 100.0 A | -T-1T-1T-TA[-T-T-T-+
D28048] 2 60.0 60.0 [ 120.0 60.0 0 4 0.0 [ 40.0 | 100.0 A |- -1 -1T-TA[-T-T-TA
D28049| 1 60.0 60.0 60.0 0 4 0.0 | 40.0 | 100.0 A | -T-1T-1T-TA[-T-T-T-
D28050] 1 | 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A | -1 -T-TA[-T-T-1T-1-=-
D28055| 1 60.0 60.0 60.0 0 4 0.0 | 40.0 | 100.0 A | -1 -T-T-T-TAT -1-1-+-
D28056] 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A |- -1 -1 -TA[-T-T-T-
D28057| 1 | 60.0 60.0 60.0 0 4 0.0 | 40.0 | 100.0 A | - -1 -TA[-T-1T-1-1-
D28058] 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A |- - -[-TA[-T-T-T-
D28059| 1 | 56.3 56.3 56.3 11 4 07 | 393 95.6 B - - -IBl - -1 -1T-1-
D28060| 1 60.0 60.0 60.0 0 3 0.0 [ 40.0 | 100.0 A |- -1-1-TB[-T-1T-1-
D28061| 1 60.0 60.0 60.0 8 4 05 | 395 99.5 B - - T - -T-TAT-T-
D28062] 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A | -1 -T- Al -1 -1 -1-
D28063| 2 60.0 60.0 120.0 60.0 0 4 0.0 | 40.0 | 100.0 A | -1 -T-T-TAT-TA[-T-
D28064] 1 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A | -1 -T-T-T-T-TA[-T-
D28066| 1 60.0 60.0 60.0 0 3 0.0 | 40.0 100.0 A | -1 -T-T-T-T-TA[-1T-
D28067| 1 | 60.0 60.0 60.0 0 3 0.0 | 40.0 100.0 A - - TAl - [ -1 -1 -1-
D28070] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -1 -1 -1-TA[-T-T1T-1T-
D28071] 1 60.0 60.0 60.0 9 4 06 | 39.4 99.4 B -l - - -1 -TA[-T-
D28072] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 | 100.0 A | -T-1-1T-TA[-T-1T-1-
D28077| 2 60.0 60.0 120.0 60.0 0 4 0.0 [ 40.0 | 100.0 A -l -1 -1 -TAT-TAT-
D28078] 1 58.1 58.1 58.1 0 4 0.0 | 40.0 98.1 B S - T -T-1T-TAT-T-
D28080| 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A - - T TA - -1 -1-
D28081] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -1 -T-T-T-T-TA[-1-
D28085] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A - - T TA - -1 -1-
D28087| 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -T-1-1T-TA[-T-1T-1-
D28092| 1 60.0 60.0 60.0 0 3 0.0 | 40.0 100.0 A - T - TA - -1 -1-
D28093] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -1 -1 -1-TA[-T-1T-T-
D28097| 2 60.0 60.0 | 120.0 60.0 0 4 0.0 | 40.0 100.0 A -1 - -[A[-T-T-TA
D28100] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -T-1-1T-TA[-T-1T-1-
D28101] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A - - T TA - -1 -1-
D28103] 1 60.0 60.0 60.0 0 3 0.0 | 40.0 100.0 A | -1 -T-T-T-T-TA[-1-
D28107| 1 60.0 60.0 60.0 0 3 0.0 | 40.0 100.0 A - - T - TA - -1 -1-
D28112] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -T-1-1T-TA[-T-1T-1-
D28113] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A - - T TA - -1 -1-
D28114] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -1 -T-T-T-T-TA[-1T-
D28115] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A - - T - IA - -1 -1-
D28116] 1 | 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A |- -1 -[A[-T-1T-1-1-
D28117] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A - - - IA[ - -1 -1-
D28118] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -1 -T-1T-T-T-TA[-1T-
D28119] 1 | 60.0 60.0 60.0 0 3 0.0 | 40.0 100.0 A - Al - -1 -1-1-
D28122] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -T-1-1T-TA[-T-1T-1-
D28124] 1 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A - - T - IA - -1 -1-
D28126] 2 | 55.0 60.0 115.0 57.5 8 3 07 | 393 96.8 B 1 -IBl -1 -1-TA]-T-
D28130] 1 60.0 60.0 60.0 3 4 02 | 39.8 99.8 B -1 -TA-T-
D28132 0 58.1 58.1 58.1 11 4 0.7 39.3 97.4 B - - - - - - A - -
D28134] 0 60.0 60.0 60.0 0 4 0.0 [ 40.0 | 100.0 A - - T -IA - -1 -1-
D28136] 0 | 60.0 58.1 [ 118.1 59.1 0 4 0.0 | 40.0 99.1 B [Al - -1 -1 -1T-T-1T-TA
D28137] 0 60.0 60.0 60.0 0 3 0.0 [ 40.0 | 100.0 A | -1 -1 -1-TA[-T-1T-1-
D28139] 0 58.1 58.1 58.1 8 4 05 | 395 97.6 B -l -1 -TA-T-
D28141] 0 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -T-1-1T-TA[-T-1T-1-
D28145] 0 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A -l - -1 -TA-1T-T1-
D28147] 0 60.0 60.0 60.0 0 4 0.0 | 40.0 100.0 A | -T-1T-1T-TA[-T-1T-1-
D28149] 0 58.1 58.1 58.1 8 4 05 | 395 97.6 B Sl -l -1 -1-1-TB]-1-
D28150] 0 | 60.0 60.0 60.0 0 4 0.0 | 40.0 | 100.0 A |- -1 -[TA[-1T-1-1-1-
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i £ 4thQ Q 6thQ Q 28thQCWS
=<30 0 0.0%| O 0.0%| O 0.0%| O 0.0%| O 0.0%
31-35 0 0.0%| O 0.0%| O 0.0%| O 0.0%| O 0.0%
36-40 0 0.0%| O 0.0%| O 0.0%| O 0.0%| O 0.0%
41-45 0 0.0%| O 0.0%| O 0.0%| O 0.0%| O 0.0%
46-50 0 0.0%| O 0.0%| O 0.0%| O 0.0%| O 0.0%
51-55 0 0.0%| O 0.0%| O 0.0%| O 0.0%| O 0.0%
56-59 6 7.8%| 3 3.9%| 1 1.4%| 8 10.7%| 8 10.4%
60= 71 92.2%| 74 96.1%| 73 98.6%| 67 89.3%| 69 89.6%
Total 7 100.0%| 77 100.0%| 74 100.0%| 75 100.0%| 77 100.0%
[RE 4thQ ) 6thQ Q 28thQCWS
Luminex(LAB) 60.0 60.0 60.0 59.7 58.9
Luminex(WAK) 60.0 60.0 60.0 59.9 60.0
Luminex(Geno) 60.0 60.0 60.0 60.0 60.0
SSP 59.5 59.8 59.8 59.6 59.6
SBT(Sanger) 60.0 60.0 60.0 60.0 60.0
SBT(NGS) 60.0 60.0 60.0 60.0 59.7
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A 81 1 0 2 6 44 4 17 2 5
B 0 0 1 1 2 0 1 0 0
C 0 0 0 0 0 0 0 0 0 0
H 86 1 0 3 7 46 4 18 2 5
A 94% 100% - 67% 86% 96% 100% 94% 100% 100%
B 6% 0% - 33% 14% 4% 0% 6% 0% 0%
C 0% 0% - 0% 0% 0% 0% 0% 0% 0%
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